Abstract
Introduction
Statistical analysis. Error probabilities were calculated separately for all diameter 150 values adjacent to the interpretative category borders as described previously (7). In 151 brief, theoretical upper and lower tails of the standard normal distribution were 152 used to calculate probability distributions for actual diameter measurements which 153 can be assumed to be normally distributed around the mean diameters obtained by Table 2 . Standard deviations of E. coli ATCC 25922 were in 157 general agreement with those derived from EUCAST quality control (QC) tables 158 and were thus used as the basis for probability calculations (31). In addition 100 159 independent measurements of nine clinical E. coli strains (three wild-type isolates,
160
two BSBL-producing isolates, three ESBL, and one AmpC-producing isolates were 161 included to test for the influence of the genotype on measurement precision. To 162 tests for statistical significance the Mann-Whitney-U-test was applied. 
173
Disk diffusion diameters for a total of 7,148 non-duplicate clinical isolates were 174 used in the study. Statistical probabilities for antibiogram misclassifications were 175 determined for individual sub-populations, i.e. resistotypes (wild-type, BSBL, ESBL, 176 AmpC) as previously described (7).
177
The total number of interpretation errors for a given species/drug combination 
188
Technical measurement precision was similar for all resistotypes as reflected in 189 average standard deviations of resistotypes (see Table 2 ). In the critical range for 
